ZFN-AAVS1
ATGCCTAGGGATAAGCCCCTCCACCCCACAGTGGG----ATAGGGACAGGATTGGTGACAGAAAATAACAGGGTAAT -5(+1) A2
ATGCCTAGGGATAAGCCCCTCCACCCCACAGTGG
ATGCCTAGGGATAAGCCCCTCCACCCCACAGTGGGTGTCCAC-AGGGACAGGATTGGTGACAGAAAATAACAGGGTAAT (-2)+3 Figure 5 . Sequencing characterization of imprecise NHEJ events originating from TALEN and ZFN activity, as indicated. The first line shows the GFP coding sequence that includes the nuclease target site (the nucleases binding sequences are underlined). The majority of repair events following ZFN cleavage leave microdeletions in proximity of the cleavage site whereas in the case of TALEN, the repaired chromosome exhibits bigger deletion (up to 300 bp) mainly at the 3' of the cleavage site. In few cases, partial homologous recombination resulted in segmented of donor cassette being inserted in the target site, from either side of the DSB (RFP or Rcd-1r sequence). Insertions are highlighted. The numbers of identical repair events are indicated in squared brackets on the right. C The Author(s) 2015. Published by Oxford University Press on behalf of Nucleic Acids Research. This is an Open Access article distributed under the terms of the Creative Commons Attribution License (http://creativecommons.org/licenses/by/4.0/), which permits unrestricted reuse, distribution, and reproduction in any medium, provided the original work is properly cited.
